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According to the World Health Organization (WHO), diarrheal diseases remain as one of the most 47 common and major causes of infant mortality in children in developing countries. Despite 48 advances in the understanding of the disease and management strategies, globally 0.75 million 49 children die annually as a consequence of diarrhea [1] and 165 million cases of dysentery annually 50 were estimated to occur due to Shigella [2] . However, more recent estimations place Shigella 51 disease burden around 90 million episodes and 108,000 deaths per year [3] which is still high. The 52 wide spread of disease can be explained by the low infectious dose of the bacterium (10-100 cells), represented by P1 and P5 with 25% of the isolates for each clone (4/16).
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In terms of evolution of the clones across the years, S. flexneri P1 clone was found through the Mozambique. In addition the observed case fatality rate of MDR isolates represents a serious 254 public health concern and argues for rapid diagnostic for appropriate treatment.
255
Our finding also supports the importance of genes encoding resistance determinants in the 
